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Buffer compatibility test for the Spot-Trap. After precipitation of mCherry-Spot from E. coli, Spot-Trap was
washed using control buffer or buffer supplemented with indicated additives.
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Conclusion

The Spot-Tag system combines the high affinity and specificity of an antibody-epitope tag system with the stability and small size of an alpaca nanobody.
This results in a universal tag-system that will simplify the purification and concurrent analysis of target proteins.
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