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Proteintech IIEMANEB A AT L, TTURMARXEEHEH, HESLEIRRGYALTNR,

EAERZRS JEME T GMP435

Humankine®$ @ &5 HEK293ER AR %K
EXEAEH IR %L 51 ) 4 =] v x
ZMEEEXEL E.coli, Baculovirus% =] Vv x
EZERAEH E.coli 5

FR: ProteintechEHZERMATHEMAF ALK,

GMP FEEER R

Humankine® GMP RBIEH B EBERS GMP £ BN T A LR, P aNRREHIHEY

AETRMNRTEFRESENE (GMP),

EEEM
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%2 E HumanZyme A8 F 2005 £ /{37, 2018 F£JAA Proteintech T, EFAEHN HumaXpress® AR
FERE (), RETARARBERRIALEOSEIMAR, JAMEREETSRE Humankine® SEHEEHA

HumanKine® EMHEANEMFE GMP £ MENTEET, £ A FNRERHINMFE Y ETSmNmMTES”
REEEEME (GMP),

For humans,By human cells @ @

b HEK293 MfaEA B EMEEE > EHMELRSERS EE  ENER
> Faik b EGERARGL P ENSZAT @ @
P> EXHEEN > SREM > =i EAEHISERS

HumaXpress® ARAMRXRS

ABRARRANERELES ERAEEMARSNENEE LM

A 20 B T B R ™ TEmNE=
P Ti-
E 18 E Neutral | i Mono- i -
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£3 £
Fo10 o i-
i P A Free 2AB. Di- Ml A penta- siaylated -
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S
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EPO(CHO)

rhBMP-2 (ng/mL)

AFRARRRENRE R rhBMP-2 EA5 W-20-17 51N ALP
SEME (A), ARIME ED50 18 (B) . CHO A8 rhBMP-2 (C1, C2, C3),E.coli ! I
%X 8 rhBMP-2 (E1, E2, E3), Humankine® 8 rhBMP-2 (H1) A& X B =
NIBSC #7 R (standard) #473ftt, 7R HEK293 FiXH0 rhBMP-2 (H1) A HPLC il HEK293 #1 CHO FiXf) EPO, #RFBIEMBIEAM
PINEIRERS . ($ERIR : Fung et al., 2019. PMID: 31418333) FEREE £5 . HPARREBEAMEMEIR.

EPO(Humankine)

HAiHumankine®;E 1 E QT &

ERER ®"S GMPEH| | |EHER GMPEH| | | ERER GMPEH| | | ERER GMPZ3|
IL-1 alpha HZ-1320 BDNF HZ-1335 v VEGF121 HZ 1204 MCP-1 HZ-1334
IL-1 beta HZ-1164 beta NGF HZ-1222 VEGF165 HZ-1038 v/
IL-2 HZ-1015 v EGF HZ-1326 vV FihE
IL-3 HZ-1074 v EPO HZ-1168 =2 H Y E 7 =
IL-4 HZ-1004 v FGF-1 HZ-1327 . EAER %5 GMPZ5|
IL-5 HZ-1324 FGF-19 HZ-1330 EHER %S GMPF | |IFN alpha 2A Hz-1066
IL-6 HZ-1019 v FGF-4 HZ-1218 v G-CSF Hz-1207 v IFN alpha 2B HZ-1072 v
IL-7 HZ-1281 Vv FGF-7 (KGF) HZ-1100 vV GM-CSF HZ-1002 v IFN beta HZ-1298 v/
IL-8 HZ-1318 FGF-8b HZ-1103 v M-CSF HZ-1192 v IFN gamma HZ-1301 v
IL-9 HZ-1240 Vv FGF-9 HZ-1329
IL-10 HZ-1145 v FGFbasic-TS HZz-1285 v =
Hzo v USSR
IL-12 HZ-1256 Vv HGF HZ-1084 iV EHER %S GMP43 EREA w= GMPE
IL-12 beta HZ-1321 HGH HZ-1007 v Activin A HZ-1138 v

CNTF HZ-1331
IL-15 HZ-1323 | v | IGF-I HZz-1322 | +/ | [BMP-2 Hz-128 AN | Pw—— 7o ;
IL-17 (IL-17A) HZ-113 osM HZ-1030 v BMP-4 HZ-1045 v ystatin
IL-17F HZ-1116 PDGFaa HZ-1215 BMP-7 HZ-1229 v DKK-1 Hz-1314
IL-19 HZ-1332 PDGFbb HZ-1308 bV LEFTY-1 HZ-1109 FLT3 Ligand HZ-1151 v
IL-21 HZ-1319 v Pleiotrophin (PTN) |HZ-1278 TGF beta 1 HZ-10m v HSA Hz-3001 |
IL-22 HZ-1325 pro IGF-II HZ-1161 TGF beta 2 HZ-1092 v LIF HZ-1292 v
IL-23 HZ-1254 R-Spondin-| HZ-1328 TGF beta 3 HZ-1090 v Nogain T v
IL-27 HZ-1275 SCF HZ-1024 v s 99 Hedaeh
IL-28A HZ-1235 | v [Thrombin B 1R5E B 7 (S"S;j) €egenog  11z-1306
IL-28B HZ-1245 '(__Ca%agulatlon HZ-3010 v
IL-29 HZ-1156 0 =R =S GMPZ3 | | Transferrin HZ-1317 vV
IL-34 HZ-1316 (Thrombopoietin) | FZ1248 v TNF alpha HZ-1014 v Wnt3A HZ-1296 |
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Proteintech TMEMWAHMMAMKRATES, TJRUSAEE. RNSEHE. BEYWELE. SREENEXK

BHE

=V P

> HI A RIE

> EMiEESR, TR

> REMES
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MNE= < 1.0EU/ug
SEMIRIERIE 2

BkDas

TSR

100 kD>

T Da—

Sk

WD —
KDL —

Hkna-s

13 kDay —

10 kDar —

ASDS-PAGE
HMEEE > 90%

A Recombinant Human TNFR2 protein

Mean Abs.(0D450nm)

1 10

Human TNFR2 Conc.(ng/mL)

AEQEEEMRIE
2ug/mL (100 uL/FL)BIATNFa (GSTARE) =
H5ATNFR2 (Myciz® . Histi®)EALS,
ZMESEEZ1 ~ 5 ng/mL,

REEZERAER" G

(Myc tag & His tag)

o7

3

05

04

Mean Abs.(OD450nm)

0.3

100 1000 10000

Human TNFR2 Conc.(ng/mL)

A YRR K SE M IRIE
ERBHDEIFMEERINEET, BILEIDF
TNF-a (0.25 ng/mL) NEHL-929/NEM L
#ERBR S M RIBE S KN B TNFR2MEDS0450-
200 ng/mL,

5. Eg0086) EMIRIFHIE

CAR-T #/5 RREER 40 R B 7 R 24
FE ERER ®e R B ERER ®s [ b= ERER %S [
Human |BCMA/TNFRSF17 [Eg0812 |C-hFc Human |ICOSLG Eg0008 |C-Myc & His Human |PDGFR beta |Eg0147 |C-Myc & His
Human |CD20 Eg0195  |N-His Human |LIGHT Eg32095 |N-His Mouse |SCF Eg0402 |C-His
Human |OX40/TNFRSF4 |Eg0022 C:M'yc&His Human ST2/IL-TRLT |EQOTI6 | C-Myc & His
Human |OX40L/TNFSF4 |Eg0582 |N-His Human |TLIA/TNFSFI5 |Eg32092 N-His
ME | EEER %S E Human _|PD-1 Eg31498 | C-Myc & His Human |TNFR Eg0086 | C-Myc & His
Human |CD16 Eg31662 |C-Myc & His Human [TIGIT Eg0749 _[C-His Human | TNFR1/CD120a |Eg0531 | C-His
ﬁ’é*ﬁﬁﬁi\\ ﬂﬂﬁ!lﬂ?&ﬁﬂ‘ Human |VEGF 121 Eg0192 |C-Myc & His
Human |VEGFR2/KDR |Eg0354 |C-hFc
ME | EBER %5 3 ME | EBER = frs Human |VEGFR3 Eg0353 |C-hFc
Human |4-1BB Ligand Eg0079 |N-hFc Human BAFF/ Eg0155 |N-hFc
Mouse |B7-2/CD86 Eg0802 |C-His TNFSF13B PSE =
Human |CDI55 Eg0049 |C-hFc+Myc+His | Mouse |CD17 Eg08s3 |C-His =
Human | CD200R1 Eg0032 | C-hFc+Myc+His Human |FGFR2 Eg0193 |C-Fc+Myc+His E =R #s ﬁﬁ
Human_|cD27 Eg0037 | C-Fe+Myc+His Human |FGFR3 Eg0194 C—F<‘:+Myc+His Human |ACE2 Eg0074 |N-His
Human |CD28 EQ0045 | C-hFc+MyctHis | |Human GPTSOALEST  |EGO654 |C-His :uman AcE2 B e
: Mouse |IGFBP3 Eg0513 | C-His uman |CD2 Eg0138 |C-Myc & His
Human |CD40L Eg0054 |N-His Human | IGFBP4 Eg0825 |C-His Human |CEACAM1 Eg0314 |C-His
Human |CD48 Eg32086 |C-Myc & His Human 1GE EG0206 |N-hFc Human |CEACAM6 Eg0056 |C-Myc & His
Human |CD80 Eg0066 |C-hFc+Myc+His Mouse |IL-2 Eg0456 |N-hFc Human CEACA-\MS Eg32133 C—MAyc&His
Human |CD86 Eg0051 |C-hFc+MyctHis | [gat L2 Eg0260 |C-His Human |Galectin3 _ Ego227 |C-His
Human |CD86 Eg0059 |C-Myc & His Mouse 122 Eg0405 |C-His Mouse Osteopont!n Eg0317 |C-His
Human |CTLA-4 Eg0042 |C-hFc+Myct+His | [Mouse |IL-6 Eg31367 C-Myc & His Human Osteopontin _|EGO696 C-hFe
Human |PCSK9 Eg0199 |C-Myc & His
Mouse |CTLA-4 Eg0632 |C-His Rat IL-6 Eg0800 |C-His SARS- ' :
Human |HVEM Eg0015 |C-Myc & His Human |IL-6R alpha  |EQO180 |C-Myc & His Cov-2 |SPkeRBD  /EQO065 C-Myc & His
Human |[ICOS Eg0043 |C-hFc+Myc+His Mouse |IL-6R alpha Eg0664 |C-His Human |Transferrin R Eg0339 |N-His
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Protoeintech 8 X f{ 12 & 2 Active motif 2 & W

& & Y B &R A,

DRSS F KB SIER

&,

Active Motif B HERMNETFEEMBYHLNEHE (MHFRAE . KL FIE . western blot &)

ks

-2

IS EEMERE, FBXERNGENARSEFREDR, URERTHENFIFNERRETH,
SERERMEEHMALIA T mmwmms | ONAEEE . RNAMTRES
ERENE

- HBAOOMER, MXFR ‘ S AEARER R
- EREQMENEEEME EZBHLES — -

HTRFFIAIphaLISAKE AT Br?;éam

ERFEAG ERFBIm A aRIEE

EFHNEPLEMLAR A : ) 0 6 ¢ 6 ¢

EPL (Expressed Protein Ligation) I ARDJAMBEN . ZEMUMBEBRHAEZSH, BRBRAAEAUTE;

MLA (Methylated Lysine Analog) A%

EHERECNEREE,

HTRF #&:03& 1%

HTRF Ratio (665/620)

BAZ1B (1340-1457) Titration

0 100
Bromodomain Cone (nM)

200 300

A F 0 BAZIBE R (1340-1457) HTRFSE MM L3, 3.3 uM HE
B AKER HAK5/8/12/16 (4Ac) 5 BAZ1B (1340-1457) EHERM B (50
UM HEPES-NaOH pH=7.0, 0.1%BSA) &, =2 3®&HE. FIA Anti-FLAG

RN R R4 o

AHRMBXEHREDT®

EKAEEA EFEE&#;EW%EFEM&

JRIEEANEE

[H3K36me2[-3uM ¢ %

[KDM2AJ=0 uM

[H3K36me2}=3 uM
[KDM2AJ-100 nM

H3K36me2

H3K36me0

“H3K36met H3K36me2

il |

A Y% 3 uM HEH Lk H3K36me2 5 0 g 100 nM KDM2A/FBXL11 &
BIMAEHE 50 mM HEPES-NaOH pH7.5, 1 mMTCEP, 100 uM Ascorbic

Acid #1 50 UM Fe2+ 89 20 ul R A& &,

MALDI-TOF #F=# %A o

REHEZEHS 2/, B

DNA BE/{EX Bromo £ ER

EBEWR EBER EBER %5 EBER %5
Histone H3.1 biotinylated 31296 DOTIL (1-416) 31474 DNMT1 31404 BRPF1 (627-746) 31375
(Human) EZH2 complex 31337 ONMT3A 31206 CREBBP (1081-1197) 31373
Histone H2A 31490 JARID1A / KDM5A 31431
Histone H28 31492 JARIDIB / KDM5B 31432 ||DNMT3A / DNMT3L complex |31415 SMARCA2 / BRM (1367-1511) | 31449
1

LSD1/ KDM1A 31426 DNMT3B 31413 TAF1 (1398-1524) 31403
Histone H4 31223 _

NSD-SET TS IONMT3B / DNMT3L complex | 31416 TRIM24 (862-980) 31368
Histone H3K4me1 31208 PRC2 EZH2 (Y641C) complex|31389
Histone H3K4me2 31277 SETD2 (1418-1714) 31358 DNMT3L 31414

stone HaKame it o BMKRIAE S\ BK
Histone H3K4me3 31278 Tet1 (1418-2136) 31417
Hist H3K9me1 31281 % TET2 (1129-2002) 31418 = &S

Istone me -

- Z'M%*gmm Z'E%ﬂ"gﬁ Histone Octamer (H3.1) 31470
Histone H3K9me2 31280 e = Tet3 (824-1795) 31421 Histone Octamer (H3.1) - -
Histone H3K9me3 31279 HDAC1 31504 biotinylated

x
Histone H3K9ac 31253 HDAC3 complex 31349 Bromo £&MHER Histone Octamer (H3.3) 31472
Histone H3K14ac 31254 | |HDACA 31350 | 1mmenr s Histone Octamer (H3.3) -

- HDACS, catalytic domain | 31351 biotinylated 31473
Histone H3K18ac 31273 HDAC6 31543 BRD (556-688) 31438 Y
Histone H3K27ac 31290 | HDACT 31352 | |BRD3 (24-144) 31379 | |Polynucleosomes (H3.1) 31466
Histone H3K27me3 31216 HDAC8 31353 ||BRD4 (44-168) 31380 g’;gggy’}:g?somes H3.1) - 39467

" HDAC9 31354 .

Histone H3K36me?2 s1218 p300 31124 BRD7 (129-236) 31381 Polynucleosomes (H3.3) 31468
Histone H3K79me2 31221 | 'giRT (193-741) 31533 | |BRD9 (130-259) 31382 | IMononucleosomes (H3.3) - 31469
Histone H4K20me1 31224 SIRT6 31336 BRDT (21-137) 31450 biotinylated




