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CUT&Tag-IT™ Assay Kit, Anti—Rabbit 53160 16 rxns
ATAC-Seq Kit 53150 16 rxns
CUT&Tag-IT™ Assay Kit, Anti—-Mouse 53165 16 rxns

* Active Motif IRtZEAVCUt&TagRRE R, BSIXFE. pA-Tn5EE. CUT&TagRMER—ISTNARSS !

DNABE {2 MiAFIE
RS OTRRR S 2

> PREBRDYRS-mCO
> 2ERENERBFREDNT

> DNABRE(L BIRNIEDMT

> HFAHIERHE ™60

TansAMSERAFF RSN FIE
EFELUSARARKTMBYEATE

> ELERRRERSR R B 10045

b EEEENES MR

> 5NBTBNOI RS EUE
» 1000+2RSCISZEINT

FRBR %S s ARNNEREF
Bisulfite Conversion Kit 55016 50 rxns AP-1 CGR NFk B
FFPE Bisulfite Conversion Kit 55021 40 rxns ATF-2 HIF-1 Nrf2
MeDIP Kit 55009 10 rxns C/EBP o/ IRF-3 OCT-4
hMeDIP Kit 55010 10 rxns c-Myc MAPK Family p53
MethylCollector™ Ultra Kit 55005 10 rxns CREB & pCREB MEF2 PPAR y
Global 5-hmC Quantification Kit 55025 1X96rxns Elk-1 MyoD Sp1and Sp1/Sp3
Cell-Free DNA (cfDNA) Purification Kit 25503/25504 | 100/250 mL ER NFATc1 STAT3 and STAT Family
Methylated DNA Standard Kit 55008 3x2.5pug FKHR (FOXO1)

NF-YA T-bet
Global DNA Methylation — LINE-1 Kit 55017 1Xx 96 ns GATA
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BABAZIBER (1340-1457) HIRFEMRNISES, 3.3 UMAZEFLEHAKS/8/12/16
(4AC) 5BAZ1B (1340-1457) EAERAAR (50 M HEPES-NaOH pH=7.0, 0.1%BSA)
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H3K36me2

43 UMAE H £ BKH3K36me2503)100 nM KDM2A/FBXLITERMAEHE50 mM
HEPES-NaOH pH7.5, 1 mMTCEP, 100 pM Ascorbic Acidf150 uM Fe2+#120 plz MR R
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Histone H31 biotinylated (Human) 31296 &8~ 5 i) LGl =
Hisfone H2A 31490 HDACI 31504 BRD (556-688) 31438
Histone H2B 31492 HDAC3 complex 31349 BRD3 (24-144) 31379
Histone H4 81223 HDAC4 31350 BRD4 (44-168) 31380
Histone H3K4mel 31208
Histone H3K4me?2 31277 HDACS, catalytic domain 31351 BRD7 (129-236) 31381
Histone H3K4me3 31278 HDAC6 31543 BRD9 (130-259) 31382
Histone H3K9mel 31281 HDAC7 31352 BRDT (21-137) 31450
Histone H3K9me2 31280
BRPF1 (627-746 31375
Histone H3K9me3 31279 HDAC8 31353 ( )
Histone H3K9ac 31253 HDAC9 31354 CREBBP (1081-1197) 31373
Histone H3K14ac 31254 p300 31124 SMARCA?2 / BRM (1367-1511) 31449
Histone H3K18ac 81273 SIRTI (193-741) 31533 TAF1 (1398-1524) 31403
Histone H3K27ac 31290
Histone H3K27me3 31216 SIRT6é 31336 TRIM24 (862-980) 31368
H!sione H3K36me?2 31218 DNA EBELAE BUNMATIAER ) \BE
Histone H3K79me2 31221 S o
Histone H4K20mel 31224 (=T &S (=T =
PRSI SR (LS DNMTI 31404 Histone Octamer (H31) 31470
=l = DNMT3A 31406 Histone Octamer (H31) - biotinylated 31471
DOTIL (1-416) 31474 DNMT3A / DNMT3L complex 31415 Histone Octamer (H3.3) 31472
EZH2 complex 31337 DNMT3B 31413 )
JARID1A / KDM5A 31431 Histone Octamer (H3.3) - biotinylated 31473
JARIDIB / KDM5B 31432 DNMT3B / DNMT3L complex 31416
Polynucleosomes (H31) 31466
LSD1/ KDM1A 31426 DNMT3L 31414
NSD1-SET 31475 Tef] (1418-2136) 31417 Mononucleosomes (H31) - biotinylated 31467
PRC2 EZH2 (Y641C) complex 31389 ool
_ lynucleosomes (H3.3) 31468
SETD2 (1418-1714) 31358 TET2 (1129-2002) s1418
SMYD2 31497 Tet3 (824-1795) 31421 Mononucleosomes (H3.3) - biotinylated 31469
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EEI7Y3 MNEBRINRIT, BSUMESISTIONARIE, HERS™ENHL 5E=RE.
ChiPRE ChIPRHAEBENCODE ConsortiumBViESRNBTHIARS RMEEERE, BITET
ChIP-Seq¥UBXItE, FIRIENIKIEZIE,
fhsEEs B . Polycomb/Trithorax, DNABBE{L, REHRIEXED/E. RNABIHRINI. %
= REF. BIEBHIL,

SR ES;F;%ChIP—Seq\ CUT&Tag., CUT&RUN. Western Blot, IF, ICC, Dot Blot, IP, IHC.
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AbFlex®E4AHitA AbFlex®E A {AtESortaselFIRBIES (LPXTG) , T¥wASTEEO. TESi
5 Ty TNBIAAD; TERERMY; TERENTEEIBIrARTIRENRITC.
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BEORIEN ERIERE |
TURIBER %S A SCITHR HUREBHR ®s A SCI X
Histone H3 39763 | ChiP, ChiP—Seq, ICC, IF, WB 25 CTCF 61311 ChIP, ChiP-Seq, CUT&Tag, EMSA, ICC, IF, IHC, WB 30
- CTCF 10915-1-AP | ChIP, WB, IF, IHC, IP, WB, ELISA 2
Histone H3ac (pan-acetyl) 39139 ChIP, ChIP-Seq, DB, WB 7
KAP1 66630-1-Ig | IF, IHC, IP, WB, ELISA| 5
Histone H3ac (pan-acetyl) 61638 ChIP, DB, IF, WB 2 AP 15202—1-AP | ChIP. IF, IHC. IP, WB, FC, ELISA 17
Histone H3K27ac 39685 | ChIP, ChiP-Seq, DB, ICC, IF, WB 14 KLF5 61099 ChlP, ChIP-Seq, ICC, IF, WB 2
Histone H3K27ac 39133 | ChIP, ChiP-Seq, CUT&Tag, DB, ICC, IF, IHC, WB 9% KLF5 21017-1-AP | ChIP, ColP, IF, IHC, IP, WB 30
Histone H3k27me3 61017 | ChiP, ChiP-Seq, DB, ICC, IF, WB 27 KLFS 66850-1-lg |WB,ELISA -
MMSET / WHSCT 39879 |ICC, IF, WB 2
Histone H3K27me3 39155 | ChIP, ChiP-Seq, CUT&Tag, DB, ICC, IF, IHC, W8 78
MyoD 39991 |ICC, IF, WB 2
Histone H3K36me3 61021 | ChIP, ChIP-Sed, DB, IF, WB n MYOD! 66214—1lg | WB,ELSA 2
Histone H3K36me3 61101 | ChlP, ChiP-Seq, CUT&Tag, DB, WB 25 MYODI 18943-1-AP |IF, FC, IHC, WB, ELISA 57
Histone H3K4me3 61379 | ChIP, ChIP-Seq, ICC, IF, WB 8 NCoA4 / ELE1 39895 w8 -
Histone H3K4mes3 39159 | ChiP, ChiP-Seq, CUT&Tag, DB, ICC, IF, IHC, WB 4 O-GleNAc 61453 |IP, WB -
PARP-2 39743 | ChIP, IF, IP, WB 3
Histone H3K9ac 61251 | ChIP, ChiPSeq, DB, ICC, IF, WB 12 PARP2 S5 2P |, IHC. Wo.ELSA 2
Histone H3K9ac 39917 | ChIP, ChiP-Seq, CUT&Tag, DB, ICC, IF, WB 37 RNA pol 39097 | ChiP, Chip-seq, ICC, I, W8 2
Histone H3k9me3 39161 | ChIP, ChiP-Seq, CUT&Tag, DB, ICC, IF, IHC, W8 73 RNA pol Il CTD phospho Ser2 61083 | ChIP, ChiP-Seq, ICC, IF, IP, WB 15
Histone Haac [pan-acetyl) 39925 | ChIP, ChiP-Seq, DB, ICC, IF, IHC, WB 9 RNA pol Il CTD phospho Ser5 61085 | ChiP, ChiP-Seq, ICC, IF, IP, WB 14
Histone HA4K16ac 39167 | ChIP, ChiP-Seq, DB, IF, WB 7 TRIM28 6174 | ChiP.IF, ICC, WB 5
: Uhrfl 61341 |ICC, IF, IHC, IP, WB 2
Histone H4K20me3 39671 | ChlP, DB, IcC, we 8 URRF 21402-1-AP | ColP, F, IHC, RIP, WB, IP, ELISA 12
Hisfone H4R3me2a (asymmetric) 39705 | ChIP, DB, IF, WB 4 WHSC1 22722-1-AP | IHC, IP, WB, ELISA -
Histone H4R3me2s (symmetric) 61187 | ChiP, ChIP-Seq, DB, WB 4 AbFlex® EBLEHA
DNA BBEHY, HEEEER ®rS i) SCI X
P == for SO Histone H3.3 91191 ChiP-Seq, W8 1
- Histone H3K27ac 91193 | ChlP-Seq, CUT&Tag, ELISA, WB 1
5-Formylcytosine (5-fC) 61227 DB, ICC, IF, WB 3
Histone H3K36me3 91265 | ChIP, ChiP-Seq, WB -
5-Hydroxymethylcytosine (5-hmC) 39999 | DB, ICC, IF, IHC, MeDIP 8 Histone HKAme3 91263 ChiP, Chip—Seq, DB, WB 1
5-Hydroxymethylcytosine (5-hmC) 39769 DB, FC, ICC, IF, IHC, MeDIP 62 Histone H3K9ac 91103 ChiP, ChIP-Seq, ELISA, ICC, IF, WB 1
5-Hydroxymethylcytosine (5-hmC) 39791 | DB, IF, IHC, MeDIP 19 N6-Methyladenosine (m6A) 91261 DB, IP 1
5-Methylcytosine (5-mC) 39649 | DB, ELISA, FC, ICC, IF, IHC, MeDIP 21 RNA Pol I 9n51 ChIP, ChiP-Seq, IF, WB 3




